CLUSTAL W (1.8) multiple sequence alignment 



E coli (ACCESSION AE000407 U00096) — : — -MS VLQVLHI PDERLR 15 

Arabidopsis (ACCESSION AC007591) METLFRVSLRLLPVSAAVTCRS I RFPVS RPGS SHLLNRKLYNLPTS S S S S 50 

: * *::.:+ 

E coli (ACCESSION AEO-00407 U00096) ~ — KVAKPVEEVNAE1QR 30 

Arabidopsis (ACCESSION AC007591) LSTKAGWLLGLGEKKKKVDLPEIVASGDPVLHEKAREVDPGEIGSERIQK 100 

. .**: 

E coli (ACCESSION AE000407 UO0096) IVDDMFETMYAEEGIGLAATQVDIHQRIIVIDVSENRD : 68 

Arabidopsis (ACCESSION AC007591) II DDMI KVMRLAPGVGLAAPQIGVPLRI IVLEDTKEYI S YAPKEEILAQE 150 

*:***::.* *:****.*:.: **** S! ... 

E coli (ACCESSION AE000407 U00096) ERLVLINPELLEKSGE-TGIEEGCLSIPEQRALVTRAEKVKIRALD 113 

Arabidopsis (ACCESSION AC007591) RRHFDLMVMVNPVLKERSNKKALF^^ 200 

: :*;:*** : : ****** *+ ★ ★ :* : . * 

E coli (ACCESSION AE0004.07 U0009 6 ) RDGKPFELEADGLLAICIQHEMDHLVGKLFMDYLSPLKQQRIRQKVEKLD 163 
Arabidopsis (ACCESSION AC007591) RQGKRIEVNASGWQARILQHECDHLDGNLWDKMVPRTFRTVDNLDLPLA 250 

* :*** **+ *:*::+ :*.::: * 

E coli (ACCESSION AE000407 U00096) RLKARA 169 

Arabidopsis (ACCESSION AC007591). EGCPKLGPQ 259 

• . : 
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FIGURE 1A 



AtDEF (AC007591 .2) LSTKAGWLLGLGEKKKKVDLPE I VASGD P VLHEKAREVD PGB IGS ERIQKI IDDMI KVMR 60 
Chlamydia (AE 001687.1) - - - MIRRLEYYGS P ILRKKS S PIAE ITDEIRNLVSDMCDTME 3 9 



* . * . . * 



AtDEF (AC007591 .2) LAPGVGLAAPQIGVPLRIIVLEDTKEYISYAPK^ 120 
Chlamydia (AEO 0168 7.1) AHRGVGLAAP Q VGKNVS L FVMCVDRETE DGEIiIFSESPR VFINPVLSDPSET 91 

********** . ; .* ^ * . *..****.. *. 

AtDEF AC007591.2) KALFFEGCLSVDGFRAAVERYLEVVVTGYDRQ 180 

Chlamydia (AE001687 . 1) PIIGKSGCLSIPGLRGEVFRPQKITVTAMDIiNGKIFTEHLEGFTARIIMHETDHLNGVLY 151 

: *****. *.*,** . ..**. * .** - : * : *** : ** *** . * ** 

AtDEF (ACO 075 91. 2) VDKMVP - -RTFRTVDNXiDLPLAEGCPKLGPQ ■ 209 

Chlamydia (AE001687.1) IDLMEEPKDPKKFKASLEKIKRRYNTHLSKEELVS 186 

-** •*• -*f 



FIGURE IB 
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FIGURE 2 




FIGURE 3 
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FIGURE 4 




FIGURE 5 




FIGURE 6 
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FIGURE 7 
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FIGURE 8 



